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RSV 2 SARS-CoV-22| Xt Tt HALS HAIRE 2IZE 2
27025 Eoff 2EFELICE DNARF RNAE QIAsymphony
DSP Virus/Pathogen Mini Kit(QIAGEN, ZtE2 10 #Hs:
937036)E 200 pl AFE8EALE ZymoBIOMICS DNA/RNA

=0

AEY HiolE &4

DRAGEN Microbial
Amplicon &

MiSeq i100 Plus A|AH

DRAGEN Microbial
Enrichment Plus ¢

g 28, MiSeq i100 AlZ| =S At8%t= AlZd 12|11 DRAGEN
F

Hetoi| ZSsin 1 E4S Toft

M-GL-02916 v1.0 KOR 2



B 1: 845 HIOIM HAEE ME

TEEL Az ol HolA  ME 4
AY RSV 4
Qle(xol ME BH RSV 4
(9DNA Li RZH| RNA)
SARS-CoV-2 4
(Omicron)
ole|Xol HEQo| 12
A¥ RSV 16
HO[HA M H|QIF =2 BH RSV 6
4|
SARS-CoV-2
20
(Omicron)
=2 AXef 42
EME 54
:R2002)S

Miniprep Kit(Zymo Research, Z}2230 #Hs
400 pl AFE8H0] M= (el X|Fof el 242 &M,

8.5 pI2l RNAE 2to|EZe{2] Z=H|0l| AFE S LICE 0[0{M A
RSV 2! BY RSV H|Z =2 MEZ2| gPCRE Ct HE 210 SA|H
TZ2EZ0| Wt IHSLICE™ 5 pl2l MES iTaq Universal
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https://www.graphpad.com/updates/prism-1000-release-notes
https://www.jmp.com/en/software/new-release/new-in-jmp
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HE2|Z 2 QIZ[XHE Et0|ER{Z|E MiSeq 1100 Plus
AARIC 2 4HO| 2Hof| AN AR AYSLICE 4Ho & D&
ZHE E1t¢t 2|=(reads passing filter, % PF)7t > 93%0|11
T Q30 H=7t > 84%21 NEHC| HOIHE MMstH M2
=2 24 2MO| ECHE DFARMSLICE Lot 4o 2 25
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HE ZE 242 BoFASLICHIE 2). 2E =70\ A BY
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AEA BEE (conservation)?t &1 SNP(single nucleotide
polymorphism, Tt &7| ChEd) 7t H7| 2 4 AL ch™

* ™M HHE|X| HA(coverage depth)E > 10xE YAZUSE 510 ZHEAQH,
HPE 2|=(aligned read)2| = M W2 CHRMEZYE PE 2|ES J|RIO2 & E
5 eHl(Limit of detection, LOD) HIO|E & HMX H|WE <8l HoH&Ql Bh=
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SARS-CoV-2 #Z& CIAE7F RSV HE UHEEL H2 0|/ =
2fd RNAS QI9IXel HE0| S0 A= Hiol2{A R 2E=2
AHEHT] T2 I, &4 RNAE H|ud O #=2 o=
d=oH Eo0f0| 9o 2HSH HHE 4 A0 KT
RNAZIS &H +=FEl 52 =g BHISIK| Xoh= A2
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SR AHEX2FIM 7S] o E 2[= 1 kbE 2|29 +=
(reads per kilobase per million mapped reads, RPKM)&
AmE 20 HE2Z 7|8 2to|2eie| T SR80t
RIZIX[HE 7|gt 2fojHe{2| X&) SR8 D% & LT copy<
712 1,0007021 Q19! S (P4 A0l AFEE gPCR
assay?| Ct < 30) L A& RSV 2! BY RSV HO[2{ ATt

> 85%2 FTAL AHX| S eHEH o 2 PHote R0t
NS EFSLICHIE 3). CopyQl #=7F = 1007121 219Xl
ME (AR Aol AF2E gPCR assay2l Ct < 35)2| B2,

2 oMz QIEIXHE IHEZ AZYUS 1 HE2|E
AHHEL &2 RSV IO A |STH| AHHEZ|XIE
HZASLICHZ! 3). 0|24 Zah= Ct gi0| YEHOZ &2
O R 7hRkl= ME(Ct < 24) AFE Al O] 20| CIXfelof|
0|& &% T2 EZ(nested amplification protocol)O|
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QlF =2 7tX| D HE2|E, QIE[XHE 8l Ak
A EAE +=HSLICE MiSeq i100 Plus A|AEIS oS¢t
AE2|Z Gl QI2[XHE JIZ2 22 H| WSS [ NextSeq
550 A|AEIOZ AIHATE A 2tolEE{2|(5, QI2[XHES
AKX 242 lllumina RNA Prep with Enrichment
2t0|E22])= 9| Hol2{A EE & (abundance)?t
MOjMo 2 2 MIZ(OZ0N gPCR Ct gf0] =2 B &) AtE
Al SARS-CoV-2, A RSV 2 B RSVOI| s W2 S TA|
AHZ|X|E EFSLICHTE 4~T8 6).
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12 A s 93.03% = 84.25%
s s 1AIZE 342 96.85% = 85.96%

e A2 A2 72 94.85% 87.12%
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Z 1t [llumina Microbial Amplicon Prep IfE 1t QI2|X|HE

1

I§'d(Respiratory Virus Enrichment Kit 2! Viral Surveillance
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RSV HE M58 HF¥ oM, E3| Viral Surveillance Panel v2&
HFOI21A copy 10707HK| & JHX| RSV Ol g 25 HEd =
Q= 20| &2lE|AS. COVIDSeq Assay= QIZ|X|HE A BC}
FO{k SARS-CoV-2 &2 B S. 0| 40| = DRAGEN
Microbial Enrichment Plus i0{A{ Viral Surveillance
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22|31 Viral Surveillance Panel v22t lllumina RNA Prep
with EnrichmentS AFE3S ©f M| 7tX| THE 25 HHO[2{A
SR CHot v B2 MBI 45 FHO 2 SARS-
CoV-2E ZH=3on, Hiol2{A SR E2 ME0Me
Az 75T El(callable base)7t 2 100%% 10 HHO|2{A
QF(viral load)O| H|uWA X2 MEO|MT £ HHZIXIE
FAYELICHOZ 4A). HO|2{A BRET &2 hE H[Z
Y ME(DOZ0M gPCR Ct 210] 2 2 8)2 22,
AS2[Z 7[Htol 2to|Eaia| I 7|E(O7 4B)2t QIZ[XHE
7[dte| gtolEeie] =3 J|E(O3 4C) 25 EZEQl RTA|
AHE|X|E HSHELICE

[llumina Microbial Amplicon Prep, Respiratory Virus
Enrichment Kit 12|11 Viral Surveillance Panel v22f
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HE3HoZ AY RSV(OE 5A)2F BY RSV(DE 6A)E
HEUCH, HIO[2A SREI =2 HBE0ME HE 7t
F717F 2F 100%% 1 Hio[2{A 517t H| WA S HE 0=
=2 AHRIXE FAIJSLICE Hio|MA SREI =2 tE
HZ =2 S (D2I0M gPCR Ct 210 X2 2&)9 22,
HZ 2|2 7|gte| 2tol=aiz| BE 7|E(D 5B & 12l 6B)2t
RIZIXHE 7|gte| 2to|Eai2| =& 7|E(Q7! 5C X 1% 6C)
S5 TRl RN AHEIXIE MSASLIC
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(A) SFH HHEIXIS| %= ¥, COVIDSeq Assay, (A) FTIH| HHE[X|2 %= £, lllumina Microbial Amplicon
Respiratory Virus Enrichment Kit 12|11 Viral Surveillance Prep, Respiratory Virus Enrichment Kit 22|11 Viral
Panel v2= D5 HIO|2{A ZEE I Chakst QA AR (TZI0f A Surveillance Panel v2&= 25 HO|2{A ZRE I} CHFSH
qPCR Ct #4222 HA|)OM MZHo 2 SARS-CoV-25 AETt A AH (220 gPCR Ct 422 HA|O|M HBEo=2
7S Brolst 4 QU2 QFN| HH2|X|= LR 29| HHo|2{A AY RSVE #E¢et AS ofelg + U3, RUA AHEIXI=
ZoC oA QX5 B2 A HHo| Le ZK|o| AL CHEE9 Hiol2{A S 2L 2o M RXI= AL HHO[2 A 2|HO|
Hlwx =2 FH2|X|7F 2P E. (B) DRAGEN Microbial e Mo 22 HluH 2 FHH2|X|7F 2 E. (B) DRAGEN
Amplicon ¥(23 AH )22 A5 SARS-CoV-29| CHE Microbial Amplicon ¢(21 A#H|Y)o2 23t AY RSV
AHHE|X| Z&22+ (C) DRAGEN Microbial Enrichment Plus CHE 7{He|X| ZZ 1t (C) DRAGEN Microbial Enrichment
(M AZY) o2 EMF SARS-CoV-22| CHE FHH2[X| Plus (M AA[) 22 245 AY RSV CHE AHHZ|X]
ERg W, HY QFK ZYO| YT AS Hol + US Z22 we, AT SHH 20| 2YE S HolE + AU
A HMEYL|CE Tt "Xtoll= ALY 4 Yi&LICh M-GL-02916 v1.0 KOR




MiSeq i100 Al2|=

A, = X ARY Respiratory Virus Enrichment Kit
m [llumina Microbial Amplicon Prep m Viral Surveillance Panel v2
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O3l 6: HQIE =2 AKX AL A| BY RSV HE 2

(A) RTAH| HHE|X|o| %S E2Est ZS EH, lllumina
Microbial Amplicon Prep, Respiratory Virus Enrichment
Kit 12|23 Viral Surveillance Panel v2&= 25 BI0[2{A
SEEIFCHDE A4 HA|(DRI0A gPCR Ct 2f2 2 HA|)0l|A
MZHMOZ BY RSVE A= AS =fole 2 8. RN
FHHE|X| = CHE 22 HiolA SEE 2 8oflA SX|=AD
HRO|2{A 20| 2 Mo B HlwE G2 AHH2|X|7t 2EE.
(B) DRAGEN Microbial Amplicon (23 AH )02 BT
B™ RSVO| CHE #H{2|X| E2 1 (C) DRAGEN Microbial

Enrichment Plus (88 AH L) o2 EM5t BY RSV CHE
AHEIX ER S 2, MY RTA =Eo| &Y= S olgt

ol
PN =]

et

1XF HEO| M HEZ A& DERC| B2 EE= TA| oA
RN E St A2 57| Ho||AQ HY HES
HojM = 1R FEE MSSHH, Ol HIO|A ZA|QF At
TAtO| RESH 8L + USLICE 0] Application Noteo|
27HE 2E MiSeq i100 YIZEZ2R £ Ol2{s H& S J|gto 2
HIE % CIo[H HTHOIM XA AEAEC 28Xl Adde

X otH, 22 Ch3at 22 HE T MSTLICE lllumina
Microbial Amplicon Prep 7|E2t COVIDSeq Assay 7|E=
Ch RN ZA|of HerstH HHSHA| EESHE Al
AIEZR9| ot 74 QAYLICE 0] & JHX| 7| E= 220
7|&E MY ST 291 @+ AFgof| mhet SARS-CoV-2
T2}0|HE RSV Z2t0|H2 WAStD DRAGEN Microbial
Amplicon YAl RSV &= R TA|(reference genome)E
MEio 2N e M2 BEC HE0l 28 & USLICH
Al HAH 3HEA T DRAGEN Microbial Amplicon 40f|

UESHH =g =+ AFLC

0| Application NoteOf A SRt RSV 24 HE 2t AN
2 S5l =l 7Hs5HK0], QIZKHE 7[8re] AR A 8
HA SHRl AN 7| (epitope)Lt SHIO|{ A EA D 22 2t
G 2ATH EEHQ QTN A HAE HHsH= 522
2 MSSHHA o] 7HX| EAME SAl0| LA 2 JAEE
8l FLICE Respiratory Virus Enrichment Kits 57|
ME L Hio|2{AL EMg STMCOE mpofy mff o Alstu
HASZ? 58 sM MLt SHH Viral Surveillance
Panel v2& CHYor 7o ME0| AHBE = 10 3& 24
DLIHZOo| Hadt CHE 22 dtolz{A HRlM e dE 3l §4

|
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Viral Surveillance Panel v2
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https://www.illumina.com/systems/sequencing-platforms/miseq-i100.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/microbial-amplicon-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/respiratory-virus-oligo-panel.html
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