illumina ek

MiSeq™ i100 &5

BMEER. BITRE, STERENF 2%,

EHNGSHZ BhERZAT B JIBES BT
RAERIZIEE, B RSEIR TR AL,

MBEIESTEW S Y HENATIRERER BN AR R R 4H 5 4T S s L




MiSeqRFIYEZFE

i8] BB TR E M o BT AT

H—NF (NGS) BAMRMNE T EMFHFR, ERIB=ERE
BHRIFFARENARESHFNN A URMAREN RS, SERK
AL, NGSEBBEAMENESRHE, EBIRHE2E
SR, BYRREZNERARR, AWM, X—RAFTERK
BIRARARBITNFNLIREDH, WTFEELEZINGSHILL
EMmasre— k.

REWNIBRH T HAPRECIFBINGSEARFMMFN,
IR ERA, H5ITNFRAZEE, BERKEIVIFEN
MiSeq™Bytete, EAIZ LK FRIBAFT A RERE B IR FAMER
FRMIN FANGSE A

BEEMISeq™ IMOORFIMFNE £, EEAFIESRE
M E RN FRE IR E (1) o AN
XLEAP-SBS™ Mt F i AN S A TUERIR 0 AT 75 B P BRAS SRR M 5
B, NI TESHAAN. SENKEEHMENHEN
RE—EERNRELEMiSeq™ R IRAE, (ERHEIH
NGSHRRFZEM—ERS, MiSeq™ iTO0RFIETRIE ML AR H
HARUER, QRERAY, BEMERSA, UKEHHED
F.OBRMER. WEUNE SRR FHT. (R .
HEEREPNERRAF T RIRMAIZSF, MiSeq™ i100R7IRER
BNV FAERISRI0 E BAR A FANGS,

MigEEI 3 riE 2 5 A

EEAETEIFE AR A EE AL, RIT-—BERAIsEtAER
RPRERFRNERE. NFEHSIEDHT. MiSeq™ iT00R7
MBI A MM, KRIERLD TS &M #E IR
(E12) » MiSeq™ MOORFIMFE(URHEHEWRE, XKE=1
SRANAIE200 #HZ NTERIEITIRE,

EMERV AT R ENFAEM AR NoiiEE, EINFE
THEFHENEFR. BENNERFDNKIEELD T FhiRfE,
HELFZUEMERFZRNN, BRENIN, LA
SEMBP A UMPE m,

E1: MiSeq™ iT00RFIMREY
EEREIRITNEENEN, FENBLIFRATEYT BNGSH
AR

i8] 82 5 FR B9 e 1t 571

MiSeq™ OORBIMFF IR AEM £ R, SENFRAAAT
B, LT SR LRV, SRR T B UEETH
W, BETXRRIIGH, HRARTRENEHTE
P i FAIEaE:

- WEHATEEE T, TREFIRE

- STRBNRREAT. PR RNERES

- BECNEREEE, NERERDE, BEBETEA
W BINFTTIE

- EAREEER, AECERE

- RERBAERANE =S HNBHIXEREHTE, THM
SRS R, 1RIFEE

2 M-GL-02244 v6.0

RMEAZER, TSATIZH.



MiSeqZR T B %

=1

0

S & )52

<

FEEAXEHERTZ

E2: MiSeq™ 100 RFINGSTEFHE

MiSeq™ MOORTIMFEIRME T EM. EEARIE, AJEHTEENGSANTI,

MEZAEI S ITRINGSHER TS 3

MiSeq™ 100 RFIME N E TR RN A AR EMEAREI D HTH
NGSTEME, SEHuMENERAFH/ELERANF
(WGS) FZRERANFE UK BRI IR R E R
MEp. XETERZEIENESSERAFE. MiSeq™ i100RF
MR LARDRAGEN™ZE M (K1) o WFRZHIA, #8
BOMAER/ NN REENNBRNER, FEEFEEHE 7%
HEMEEBATREFR, NmELD .

LT ERER UIREMINEEBI AR MEMEE AR EINGS, M
MiSeq™ i EMiSeq™ 110085, BB AIENGSHS
TR LU ER):

o EARFNER X EHIE A AR 35 2 8 0 L 1AL A
wE

o BRI HDRAGEN DT AIE KRB IR, RPIRER
OWEMERF T WHIRAIER

- Bz E 5BaseSpace™ Sequence Hub® R AT EIESE
TR, ReEMRNAEE

EMiSeq™ NO0AFIMFAY £
WITERANEEMIET

I

DRAGENZ 73 #fr
(MN#FE5=H)

{EFADRAGENM{F#1T AW, 2@,
SESGEpagiin

MHEHDRAGEN R DT RAMIER A, LUBRARIERE
BN P RIEIE DB, B DWEEF T R
DRAGENZ I 1T T EEB D ITARR S S, SIEHEIRE
(BCL) X, FHILENMERKGE . WRHEETENES
P, THREINEEIFR]IE,

BRAESRIZIN, MiSeq™ 100 R BB EIEIR A LU H E
BaseSpace Sequence Hub, X2—MHAPKIFHNERAF
SIRTEWE, AlEiETRE. BIEMS. AP ehRe
EDRAGENDRIE, IINGSEIRAITERII Z KD MFI A1
1, UERBEXNENFER, W BIEMEGIRRS SR
RSB IRIO = A LU B MMiSeq iT00 & FIE i EIlumina
Connected Analytics, X2— M EN=EWEBFFS,
TREZNATCRENRERRE. A BRI,

* f§EFiPrecisionFDA v2 Truth ChallengeE /& ##E. DRAGEN v4.2HFEHNN 714
#. EEPrecision FDA v2 Truth Challenge 2020MY3EFEZE40%03R (1155 FDRAGEN
v3.10. v4.071v4.2) ', SFAESRMAFENFIED TR, EREREKEHYASR
MEEHBI R Ho

RMERAZER, TSATIZH.

M-GL-02244 v6.0 3



MiSeqRFIYEZFE

&1 MiSeq™ 00 &% &R AR TIERIZRG

W

N2 ERANF
(H&E. 5S5)

ERERVF (BF

yigF. BEFES)

16SH 1B FillF

B EREEAFNF

XEQC

®BFRANF (MRNA-Seq.
BRREEE 5 )

RIS S

Xl

lllumina DNA Prep

AmpliSeq for lllumina, lllumina
DNA Prep with Enrichment,
oncoReveal NGS panels?

Quick-16S NGS Library Prep Kit
(Zymo Research)

lllumina DNA Prep, lllumina
Stranded Total RNA Prep with
Ribo-Zero Plus Microbiome

lllumina DNA PCR-Free Prep

lllumina Stranded mRNA Prep
AmpliSeq for lllumina Panel

lllumina Viral Surveillance Panel,
lllumina Respiratory Pathogen ID/
AMR Enrichment Panel Kit,
lllumina Microbial Amplicon Prep,
lllumina Microbial Amplicon Prep—
Influenza A/B,
lllumina COVIDSeq™ Assay
(961F7x)

a. oncoReveal NGS panelZPillar Biosciences inc.Ffil&F fo

HFHIEE

5M. 25M. 50M3f,

100MAREnHE, 3007&EIF.

60071&IFZ10007&EH
=

5M. 25M. 50M&}
100MRENHE,
3007EM IHFI=

5M. 25M. 50M3f

100MARENHE, 3007&EIF.

6007&IFZ10007&EH
HAa

5M. 25M. 50M3f
100MIRENHE,
3007&I Y
B00TEM HFI=

SMIRENHE,
300fEHHFIZ

50ME{100M R EHE,
300 IRFI &

5M. 25M. 50M3f
100MRENE,
300fEIFIAFI&

5 6Pty

DRAGEN sWGS

DRAGEN Amplicon,
DRAGEN Enrichment

DRAGEN 16S Plus

DRAGEN
Metagenomicsiiig

XEQC

DRAGEN RNA

DRAGEN Microbial

Enrichment Plus,

DRAGEN Microbial
Amplicon

BIEDITENR

Onboard instrument,
BaseSpace
Sequence Hub,
Connected Analytics

Onboard instrument,
BaseSpace
Sequence Hub,
Connected Analytics

Onboard instrument,
BaseSpace
Sequence Hub

BaseSpace
Sequence Hub

Onboard instrument,
BaseSpace
Sequence Hub,
Connected Analytics

Onboard instrument,
BaseSpace
Sequence Hub,
Connected Analytics

Onboard instrument,
BaseSpace
Sequence Hub

(B—H¥PR) BIPIIRIGLER. MiSeq™ iTO0RFIEEREM TN
FFIRE, PIIETTHIER FHRITHSIRS, ILAPEEBITTM
ZHFEERZ2M, NMREREMNERIEIT,

MFEER. BRE

MiSeq™ iMOORFINFXBIIRITHF B R EY B 4852 2 T MiSeq™ill
RN 2z—, WFETHERRIFALNE (B3, HX

4 M-GL-02244 v6.0 RERFER, FEHTIZE,


https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-dna-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-dna-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/stranded-total-rna-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/stranded-total-rna-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/stranded-total-rna-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/dna-pcr-free-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/stranded-mrna-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/ampliseq-custom-rna-panel.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/viral-surveillance-panel.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/respiratory-pathogen-id-panel.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/respiratory-pathogen-id-panel.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/microbial-amplicon-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/microbial-amplicon-prep-influenza-a-and-b.html#:~:text=Illumina%20Microbial%20Amplicon%20Prep—Influenza%20A/B%20enables%20cost-,at%202%20x150%20bp%20sequencing.
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/microbial-amplicon-prep-influenza-a-and-b.html#:~:text=Illumina%20Microbial%20Amplicon%20Prep—Influenza%20A/B%20enables%20cost-,at%202%20x150%20bp%20sequencing.
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https://www.illumina.com/products/by-type/clinical-research-products/covidseq-assay.html
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1. lllumina. DRAGEN secondary analysis data sheet. illumina.
com/content/dam/illumina/gcs/assembled-assets/
marketingliterature/dragen-bio-it-data-sheet-m-gl-00680/
dragen-bioit-data-sheet-m-gl-00680.pdf. Published 2018.
Updated 2022. Accessed January 1, 2024.

2. Mehio R, Ruehle M, Catreux S, et al. DRAGEN Wins at
PrecisionFDA Truth Challenge V2 Showcase Accuracy Gains
from Alt-aware Mapping and Graph Reference Genomes.
illumina.com/science/genomics-research/articles/dragenwins-
precisionfda-challenge-accuracy-gains.html. Accessed
February 12, 2024.

3. Data calculations on file, lllumina, Inc. 2024.
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https://www.illumina.com/science/genomics-research/articles/dragen-wins-precisionfda-challenge-accuracy-gains.html
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