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NextSeq  1000 NextSeq  2000

NovaSeq  6000 NovaSeq  X

FASTQ Toolkit App

1M 4M / MiSeq  i100 Plus

DRAGEN Microbial Enrichment Plus DME+

BaseSpace  Sequence Hub

MiSeq  i100 Plus 4 4

4 Q30% 90%

PF 80%
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MiSeq  i100 

Plus
Q30% PF% PF
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